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What is the GSC
• Open consortium -16 years
• International Collaborative Effort 
• Develop Open Metadata Standards for any 

user and almost all sample types
• Work closely with INSDC
Allows for 
• Making genomic data discoverable and 

usable
• Enabling genomic data integration, 

discovery and comparison 
• International community-driven standards
• Strengths Genomic Databases worldwide
• Development of the MIxS standards



GSC Mission
Develop and Integrate MIxS Standards (Minimum Information about any Sequence)

• In coordination with INSDC
• Downloadable MIxS check lists
• Identify the minimum information and categories to be included in a standard metadata checklist

1. Air (download MIxS-air only)
2. Built-environment (download MIxS-built environment only)
3. Host-associated (download MIxS-host associated only)
4. Human-associated (download MIxS-human associated only)
5. Human-gut (download MIxS-human gut only)
6. Human-oral (download MIxS-human oral only)
7. Human-skin (download MIxS-human skin only)
8. Human-vaginal (download MIxS-human vaginal only)
9. Microbial mat/biofilm (download MIxS-microbial mat/biofilm only)
10. Miscellaneous natural or artificial environment (download MIxS-misc. natural or artificial environment only)
11. Plant-associated (download MIxS-plant associated only)
12. Sediment (download MIxS-sediment only)
13. Soil (download MIxS-soil only)
14. Wastewater/sludge (download MIxS-wastewater/sludge only)
15. Water (download MIxS-water only)
16. Hydrocarbon resources-cores (download from GitHub)
17. Hydrocarbon resources-fluids/swabs (download from GitHub)

18. Minimum Information About a Single Amplified Genome (MISAG) (GitHub)
19. Minimum Information About a Metagenome-Assembled Genome (MIMAG) ( GitHub)

http://press3.mcs.anl.gov/gensc/files/2016/07/MIxSair_210514.xls
http://press3.mcs.anl.gov/gensc/files/2016/07/MIxSbuiltenv_210514.xls
http://press3.mcs.anl.gov/gensc/files/2016/07/MIxShostassoc_210514.xls
http://press3.mcs.anl.gov/gensc/files/2016/07/MIxShumanassoc_210514.xls
http://press3.mcs.anl.gov/gensc/files/2016/07/MIxShumangut_210514.xls
http://press3.mcs.anl.gov/gensc/files/2016/07/MIxShumanoral_210514.xls
http://press3.mcs.anl.gov/gensc/files/2016/07/MIxShumanskin_210514.xls
http://press3.mcs.anl.gov/gensc/files/2016/07/MIxShumanvaginal_210514.xls
http://press3.mcs.anl.gov/gensc/files/2016/07/MIxSmatbiofilm_210514.xls
http://press3.mcs.anl.gov/gensc/files/2016/07/MIxSmisc_210514.xls
http://press3.mcs.anl.gov/gensc/files/2016/07/MIxSplantassoc_210514.xls
http://press3.mcs.anl.gov/gensc/files/2016/07/MIxSsediment_210514.xls
http://press3.mcs.anl.gov/gensc/files/2016/07/MIxSsoil_210514.xls
http://press3.mcs.anl.gov/gensc/files/2016/07/MIxSwastesludge_210514.xls
http://press3.mcs.anl.gov/gensc/files/2016/07/MIxSwater_210514.xls
https://github.com/GenomicsStandardsConsortium/mixs-legacy/blob/master/mixs5/MIxShydrocarbcores_20180621.xlsx
https://github.com/GenomicsStandardsConsortium/mixs-legacy/blob/master/mixs5/MIxShydrocarbfs_20180621.xlsx
https://github.com/GenomicsStandardsConsortium/mixs/blob/master/MAGS_SAGS_MIxS.xlsx
https://github.com/GenomicsStandardsConsortium/mixs/blob/master/MAGS_SAGS_MIxS.xlsx


Query and Explore 
Standardized

Metadata 

Use attribute list 
to explore the data

"geo_loc_name=China: Wuhan"[attr] 

Entrez query � Attribute & Value

"Severe acute respiratory syndrome coronavirus 2"[orgn]
NOT "geo_loc_name=China: Wuhan"[attr] 



Leverage GSC to enable proper metadata standards for 
unculturables

Adopt or modify MIMAG or MISAD standards/checklist 
as needed to assist SeqCode

Provide community engagement and awareness of 
SeqCode


